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Materials and Methods
Breeding experiment. Sires (n = 82) and dams (n = 100) were raised from eggs laid by captive females initially collected on Great Exuma, The Bahamas (23°30'N, 75°45'W).
A subset of dams (n = 38) were captured from this same population as adults and maintained in captivity until they depleted any stored sperm (1, 2). To minimize nongenetic variation in body size, sires were raised under common-garden conditions until they attained asymptotic adult size (3) and then paired into dyads with another male of identical age. We provided each dam with two potential sires, paired such that some dyads consisted of two males of similar size, whereas others consisted of two males of disparate sizes. Overall, ca. 25% of dams were provided with two small males, ca. 25%
were provided with two large males, and ca. 50% were provided with one small male and one large male. This allowed us to assess sex-ratio bias and progeny fitness across the full range of potential sire sizes and mating scenarios.
Each sire was allowed to mate with two dams, once as the first male and once as the second male in the dyad, thus controlling for potential effects of mating precedence on fertilization success. We treated each sire-dam pair (n = 138) as a unit of observation.
We tested for sex-ratio bias by including the number of sons and daughters produced by each pair as two repeated measures (weighted by total number of progeny) in a MANOVA with sire size as the independent variable. Sex-ratio bias was inferred from the within-subjects interaction of progeny sex x sire phenotype. Body size is a continuous trait, but we classified sires as small or large relative to the population mean (57 mm, May 2009, at which point they were approaching sexual maturity. Recapture success is a reliable measure of survival because the small size and isolated nature of the study island allowed us to search it thoroughly and rule out dispersal (6). Juvenile survival did not differ significantly between males (16%) and females (24%) (χ 2 = 1.14; P = 0.28). We quantified viability selection by regressing relative survival (0 or 1 divided by mean survival) on trait values standardized to the population mean in unit variance (7). Relative survival and standardized trait values were calculated separately within each sex.
Statistical significance (P < 0.05) was determined by logistic regression to account for the binomial distribution of survival (8). Sex differences in selection were inferred from significant sex x trait interactions. Similar analyses were conducted to assess progeny survival as a function of standardized sire body size. Fitness functions were visualized using cubic splines (9). 
